IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 




Examiner: Jeffrey PARKIN 
Art Unit: 1648 



re the Application of: 
Shozo SHOJI 
Serial No.: 09/889,845 
Filed: July 23, 2001 

For: CYCLIC PEPTIDES AND AIDS 
VACCINES 

RESPONSE TO NOTICE TO COMPLY WITH REQUIREMENTS FOR PATENT 
APPLICATIONS CONTAINING NUCLEOTIDE SEQUENCE AND/OR AMINO ACID 

SEQUENCE DISCLOSURES 

Assistant Commissioner for Patents 
Washington, D.C. 20231 

Sir: 

Responsive to the "Notice to Comply..." dated February 13, 2004, submitted herewith is a 
corrected Sequence Listing in both paper and computer readable forms, along with a statement to 
support the filing in accordance with 37 CFR 1.821-1.825. Please substitute the enclosed 
Sequence Listing for that previously filed. 

A copy of the Raw Sequence Listing Error Summary is also submitted here^h. 

Resjreorfully submit 




)rge JtfLot 
Reg. No. 25,814 



Dated: March 2, 2004 

LORUSSO & LOUD 

3137 Mount Vernon Avenue 

Alexandria, VA 22305 



(703) 739-9393 



Raw Sequence Listing Error Summary 



S7 ER ROR DETECTED SUGGESTED CORRECTION SERIAL 1 

ATTN: NEW RULES CASES: PLEASE DISREGARD ENGLISH -ALPHA" HEADERS. WHICH WERE INSERTED BY PTO SOFTWARE 

* 

I Wrapped Nuclcics The numbWtext at the end of each line "wrapped" 'down to the next line* *TKTs may occur if your file 

Wrapped Aminos was retrieved in ■ word processor after creating it' Please adjust your right margin to 3: this will 
prevent "wrapping." 



Jnvalid Line Length The rules require that a line not exceed 72 characters in length. This includes white spaces. 
Misaligned Amino The numbering under each 5 th amino acid is misaligned. Do not use tab codes between numbers; 
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Numbering use space characters, instead. 

_Non-ASCU The submitted file was not saved in ASCII(DOS) text, as required by the Sequence Rules. Please 

ensure your subsequent submission is saved in ASCII text. 

__Variable Length Sequence(s) contain n*s or Xaa's representing more than one residue. Per Sequence Rules, 

each n or Xaa can only represent a single residue. Please present the maximum number of each 
residue having variable length and indicate in the <220>-<223> section that some may be missing. 

_Parent/n 2.0 A "bug" in Parenr/n version 2.0 has caused the <220>-<223> section fo be missing from amino acid 

"bug" sequencers) __. Normally, Patcntln would automatically generate this section from the 

previously coded nucleic acid sequence. Please manually copy the relevant <220>-<223> section to 
the subsequent amino acid sequence. This applies to the mandatory <220>-<223> sections for 
Artificial or Unknown sequences. 

__Skippcd Sequences Sequencc(s) missing. If intentional, please insert the following lines for each skipped sequence: 

(OLD RULES) (2) INFORMATION FOR SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 

(i) SEQUENCE CHARACTERISTICS: (Do not insert any subheadings under this heading) 
(xi) SEQUENCE DESCRIPTION:SEQ ID NO:X: (insert SEQ ID NO where "X" is shown) 
This sequence is intentionally skipped 

Please also adjust the M (ii) NUMBER OF SEQUENCES:" response to Include the skipped sequences 

Skipped Sequences Sequences) missing. If intentional, please insert the following lines for each skipped sequence. 

(NEW RULES) <2 1 0> sequence id number 

<400> sequence id number 

000 

Use of n's and/or Xaa's have been detected in the Sequence Listing. 4 * • 
Per 1.823 of Sequence Rules, use of <22Q>-*223> is MANDATORY if n's or Xaa's are present. 
In <220> to <223> section, please explain location of n or Xaa, and which re^due n or Xaa represent^. 

Per 1 .823 of Sequence Rules, the only valid <2 1 3> responses are: Unknown, Artificial Sequence, or 
scientific name (Genus/species). <220>-<223> section is required when <2I3> response is Unknown or 
is Artificial Sequence 



_Use ofn's or Xaa's 
(NEW RULES) 



Jnvalid <2I3> 
Response 




_ mtVcinj tt™ STM** "Conine" ■ irJ nrrr^.^,J ».,r^r,V lA+wstffim^ n prJ f ^p^ r ^ 



Useof <220> to <223> is MANDATORY if <2 1 3> "Organism** response- is "Artificial Sequence" or 
"Unknown. " Please explain source of genetic material in <;2Q> to <223> section. T fflpOitjfJ^ /y J* 
(SeeTcderaTRegister," OfflOI/1998, Vol. 63, No. 104, pp. 2963J-32) (Sec. 1.823 of Sequence Rules) 
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Patentln 2.0 
" "bug" 



Please do not use "Copy to Disk" function of Patcntln version 2.0. This causes a corrupted file, ■ 
resulting in missing mandatory numeric identifiers and responses (as indicated on raw sequence 
listing). Instead, please use "File Manager*' or any other manual means to copy file to floppy disk. 



1 3 Misuse of n/Xaa "n" can only represent a single nucleotide : "Xaa" can only represent a single amino acid 



AMC - Biotechnology Systems Branch - 09/09/2003 



IN THE UNITED STATES PATENT AND TRADEMARK OFFICE 



Atty. Docket No: MIT-C102 

n re patent application of 
SHOJI , SHOZO 
Serial No. 09/889,845 
Filed: July 23, 2001 

For: CYCLO DODECAPEPTIDE AND AIDS VACCINE 

STATEMENT TO SUPPORT FILING AND SUBMISSION IN 
ACCORDANCE WITH 37 C.F.R. §§ 1.821-1.825 



Assistant Commissioner for Patents 

P.O. Box 1450 

Alexandria, VA 22313-1450 

Mail Stop SEQUENCE 

Sir: 

In connection with a Sequence Listing submitted concurrently 
herewith, the undersigned hereby states that: 

1. the submission, filed herewith in accordance with 37 
C.F.R. § 1.821(g), does not include new matter ; 

2 . the content of the attached paper copy and the 
attached computer readable copy of the Sequence Listing, submitted in 
accordance with 37 C.F.R. § 1.821(c) and (e) , respectively, are the same. 

Respectfully submitted, 

Date ' 

HARBOR CONSULTING IP SERVICES, INC • 

1500A Lafayette Road, #262 
Portsmouth, N.H. 
800-318-3021 




